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Abstract The successful completion of the human genome project the exponentially increasing volume of biological data and the advancement
of information technology pose new challenges for bioinformatics in the post — genome era. In this paper various research disciplines of bioinfor-
matics are described recent R&D progresses and current research trends in bioinformatics are discussed and the main research gaps between
China and the world are presented. In addition the author makes a suggestion regarding bioinformatics research education in China and out-
lines a perspective on future development.
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